In the title hydrate, C 19 H 26 ClN 3 O 4 ÁH 2 O, the imidazole ring is nearly perpendicular [dihedral angle = 89.5 (1) ] to the dihydropyridine moiety. The propyl and one of the ethyl groups are disordered over two resolved sets of sites [occupancy factors 0.524 (8) 
data reports dihedral angle of 89.5 (1) between the C1/C2/C4/C5 and C14/ C15/N3/C16/N2 planes. The propyl group (C17-C19) and the C12/C13 ethyl group are disordered over two resolved sets of sites with occupancy factors 0.524 (8):0.476 (8) and 0.640 (16):0.360 (16), respectively.
In the crystal, N1-H1Á Á ÁN3 hydrogen bonds (Table 1) form chains, extending alternately along the a-and b-axis directions. Each chain is surrounded by three rows of water molecules of crystallization anchored by N3-H3AÁ Á ÁO5, O5-H5AÁ Á ÁO1 and O5-H5BÁ Á ÁO3 hydrogen bonds (Table 2 and Fig. 2 ). The water molecules form O-HÁ Á ÁO bridges between adjacent chains and bind them together into a three-dimensional Table 1 Hydrogen-bond geometry (Å , ) .
Cg1 is the centroid of the N2/N3/C14-C16 ring. Symmetry codes: (i) x þ 1; y; z; (ii) Ày þ 1; x À 1; z À 1 4 ; (iii) x; y À 1; z; (iv) y; Àx þ 1; z þ 
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Figure 2
Detail of the chain formed by N-HÁ Á ÁN hydrogen bonds (light-blue dashed lines) and the surrounding sets of O-HÁ Á ÁO bonded (red dashed lines) water molecules [Symmetry codes: (i) x, 1 + y, z; (ii) 1 + y, 1 À x, The asymmetric unit with the atom-labelling scheme and 50% probability ellipsoids. Only the major disorder components are shown. The N-HÁ Á ÁO hydrogen bond to the water molecule of crystallization (Table 1) is shown as a dashed line. 
Synthesis and crystallization
A mixture of 4-chloro-2-propyl-1H-imidazole-5-carbaldehyde (1.72 g, 0.01 mol), ethyl acetoacetate (0.02 mol) and ammonium acetate (5 g) was refluxed for 8 h in 30 ml of ethanol. The reaction mixture was cooled to room temperature and the solid product obtained was filtered and recrystallized by slow evaporation from ethanol solution in 78% yield (m.p. 498 K).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . One of the ethyl ester groups and the n-propyl group are disordered over two resolved orientations. The occupancies for the C12 and C13 atoms of the ethyl group refined to 0.640 (16) 
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Special details
Experimental. The diffraction data were collected in three sets of 363 frames (0.5° width in ω) at φ = 0, 120 and 240°. A scan time of 40 sec/frame was used. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Hatoms attached to carbon were placed in calculated positions (C-H = 0.95 -0.99 Å) while those attached to nitrogen and oxygen were placed in locations derived from a difference map and their coordinates adjusted to give N-H = 0.91 %A and O-H = 0.87 Å. All were included as riding contributions with isotropic displacement parameters 1.2 -1.5 times those of the attached atoms. The propyl substituent and the ethyl group of one of the ester substituents are each disordered over two sites. The components of the disorder were refined with restraints that the geometries be comparable. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
